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Sequence of the proximal Mda-5 promoter region and first e»oq 



GC AC ATTTTGGCC T AC AAAGGAC C TTATTGTTAAGGC AGAAC C TGC TGGGAAAAC AAAAT 
1 + + + + + + 60 

EcoRI 

ATC C GC C GG AGGAGC TTTGT AGAGCGTTGGTC TTGGTGTC AGAGAG AATTC GCTTTC C TT 
61 + + + + + + 120 

TTCTGTTTC C CGCGGTGTCC TTAACC AAAGGC CTC C TCTCTTC ACC CGCC C CGAC C AAAA 
121 + + + + + + 180 

GGTGGC GTCTC C C TG AGG AAAC TC C C TC C C C GC C AGGC AGATT AC GTTT AC AAAGTC C TG 
181 + + + + + + 240 

AGAAGAGAATCG AAAC AG AAAC C AAAGTC AGGC AAAC TCTGTAAGAAC TGC CTGACAGAA 
241 + + + + + + 300 

AGCTGG ACTC AAAGC TC C T AC C C G AGTGTGC AGC AGGATC GC C C C GGTC C GGGACC C C AG 
301 + + + + + + 360 

GC GC AC AC C GC AG AGTC C AAAGTGC C GC GC C TGC C GGC C GC AC C TGC C TGC C GC GGC C C C 
361 + + + + + + 420 

GCGCGCCGCCCCGCTGCCCACCTGCCCGCCTGCCCACCTGCCCAGGTGCGAGTGCAGCCC 
421 + + + + + + 480 

C GC GC GC C GGC C TGAG AGC C C TGTGGAC AAC C TCGTC ATTGTC AGGC AC AGAGC GGT AGA 
481 + + + + + + 540 

C C CTGC TTC TNTAAGTGGGC AGC GGAC AGC GGC ACGC AC ATTTC AC C TGTC C C GC AGAC A 
541 + + + + + + 600 



BstXI 



AC AGC ACC ATCTGC TTGGG AGAAC C C TC TC C C TTC TCTGAGAAAGAAAgKtgJtC GAATGG 
601 + + + + + — + 660 

GT ATTC C AC AGAC G AGAATTTC C GC TATCTC ATCTC GTGCTTCAGGGC CAGGGTG AAAAT 
661 + + + + + + 7 20 

GTAC ATCC AGGTGGAGCCTGTGC TGGAC T ACCTGAC C TTTCTGCC TGC AGAGGTGAAGGA 
721 + + + + + + 780 

GC AGATTC AGAGGAC AGTC GCC AC CTCCGGGAACATGC AGGC AGTTGAAC TGC TGC TGAG 
781 + + + + + + 840 

EcoRI 

I 

C AC CTTGGAGAAGGG AGTC TGGC AC C TTGGTTGG AC TC GGG AATTC GTGGAGGC C C TC C G 
841 + + + + + + 900 

SacI 

GAGAACCGGCAGCCCTCTGGCCGCCCGCTACATGAACCCTGAGCTCACGGACTTGCCCTC 
901 + + + + + + 960 

TC CATC GTTTG AGAAC GC TC ATGATGAAT ATC TC C AAC TGC TGAAC C TC C TTC AGC CC AC 
961 + + + + + + 1020 

Hindlll 

BStXl] 



T 

TCTGGTGGACAAGCTT 
1021 + 1036 
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Fold Activation 
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